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Alternatively, in one approach the oligonucleotides at the first quartile. the median 
and the third quartile of the cluster may be selected for experimental evaluation, indicated 
below by bold print. 

GTCCAAAAAGGGTCAGTCTACCTCCCGCCATAAAAAACTCATGTTCAAGA (target complement sequence) (SEQ ID NO: 9) 



OTCCiVJii^n\aaGTCAQTGTACCTGO 

C/J^JiiViGGGTGAGTCTAGGTGGGGG 

T^A^ii^GGGTGAGTGTAGGTCCCOGCA 
Ai^J^iGaGTCAGTCTACGTCCGQGGAT 
/^JVaaGTGAGTCTACCTGGCaGCx^TA 
^'"'"'"T'^^nT^Tr i ^ ^ T C CGaGCAT.". 
GQaTCAGTCTACCTGCCaGGiATJJiJi 
GGTC7iuTCTAGGTCCGaGCATAi"Jii\ 
GTCAGTCTACGTCCCGCCATAAAAA 
TCAGTCTAGCTCCCGCCATAAAAAA 
CAGTCTACCTCCCGCCATAAAAAAC 
AGTCTAGCTCCCGCCATAAAAAACT 
GTCTACCTCCCGCCATAAAAAACTC 
TCTACCTCCCGCCATAAAAAACTCA 
CTACCTCCCGCCATAAAAAACTCAT 
TACCTCCCGCCATAAAAAACTCATG 

acctccggccataaaaaagtcatgt 
cctcccgccataaaaaactcatgtt 
ctcccgccataaaaaactcatgttc 
tcccgccataaaaaactcatgttca 
cccgccataaaaaactcatgttcaa 
ccgccat;^jvaaaactcatgttgaag 
cgccataaaaaactcatgttgaaga 
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In the Claims 

Please amend the claims as follows: 



\ 1 . (amended) A method for predicting the potential of an oligonucleotide to 

\hybridize to a tarhiet nucleotide sequence, said method comprising: 
J (a) identifying a predetermined number of unique oligonucleotides within a 
nucleotide sequence\hat is hybridizable with said target nucleotide sequence, said 
oligonucleotides being Wsen to sample a length of said nucleotide sequence, 

(b) determining an^^evaluating for each of said oligonucleotides at least one 
parameter that is predictiveW the ability of each of said oligonucleotides to hybridize 
to said target nucleotide sequence, 
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(c) selecting a sObset of oligonucleotides within said predetermined number of 
unique oligonucleotides based on an examination of said parameter, 
frj (d) identifying oligortucleotides in said subset that are in clusters along a 

(jjjr region of said nucleotide sedj^uence that is hybridizable to said target nucleotide 
sequence and 

(e) selecting, for a cluster, a hybridization oligonucleotide. 



( 



98. (amended) A computer based method for predicting the potential of an 
^ oligonucleotide toVbridlze to a target nucleotide sequence, said method 
QiJ?' \ comprising: \ 

/ (a) identifying\inder computer control a predetermined number of unique 
oligonucleotides withiiia nucleotide sequence that is hybridizable with said target 
nucleotide sequence, s^d oligonucleotides being chosen to sample a length of said 
nucleotide sequence, 

(b) under computeV control, determining and evaluating for each of said 
oligonucleotides a value forNat least one parameter that is predictive of the ability of 
each of said oligonucleotide\^to hybridize to said target nucleotide sequence and 
storing said parameter values, 

(c) selecting under compWr control, from said stored parameter values, a 
subset of oligonucleotides within said predetermined number of unique 
oligonucleotides based on an examihation of said parameter, 

(d) identifying under computer dontrol oligonucleotides in said subset that are 
in clusters along a region of said nucleotide sequence that is hybridizable to said 
target nucleotide sequence and 

(e) under computer control selecting.'^r a cluster, a hybridization 
oligonucleotide. 



1 00. (amend^) A computer system for conducting a method for predicting 
potential of an oli^ucleotide to hybridize to a target nucleotide sequence, said 
V /^method comprising: \ 

(a) input means for iKtroducIng a target nucleotide sequence into said 
computer system, \ 

(b) means for determining^number of unique oligonucleotides that are within 
a nucleotide sequence that is hybri^ble with said target nucleotide sequence, said 
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